Workshop of Human Adenovirus

A: Taxonomy and Nomenclature of human adenovirus

Chairperson: Nobuhiko Okabe 

1: Adenovirus surveillance in Japan, 2000-2007

T Fujimoto, National Institute of Infectious Diseases, Tokyo, Japan

2：Porcine Epidemic Keratoconjunctivitis (EKC) 

Model systems for the discovery of new EKC types: from serotyping to genotyping and phenotyping 

A Heim, Medizinische Hochschule Hannover, Germany

Chairperson: Albert Heim

3: Complete genome analysis of an intertypic recombinant human adenovirus causing epidemic keratoconjunctivitis in Japan

H Kaneko, Department of Virology, Fukusima Medical University, Fukushima, Japan

4: Molecular dynamics of adenovirus 4 infections in non-vaccinated recruits: lessons learned from 12 years of continuous surveillance

Adriana E. Kajon, Lovelace Respiratory Research Institute, Albuquerque, New Mexico, USA

Chairperson: Andriana Kajon 

5：Upgrade to adenoviral identification method based on restriction enzyme

G Gonzalez, Department of Bioinformatics, Hokkaido University, Japan

6: The confluence of informatics, genomics and bioinformatics approaches with adenovirus biology provides the high resolution understanding of novel types and emergent/re-emergent pathogenesis

D Seto, Department of Bioinformatics, George Mason University, USA

Chairperon: Donald Seto

7: Problems with the taxonomy and nomenclature of adenoviruses

Balázs Harrach, Hungarian Academy of Sciences, Hungary 

8: Aspects on the designation of adenoviruses

Göran Wadell, Department of Virology, Umeå University, Sweden

B: Treatment of epidemic keratoconjunctivitis

Chairperson: Shigeaki Ohno

1: Possibilities of the treatment of adenoviral infection and survey of candidate agents

Eiichi Uchio, Fukuoka University School of Medicine, Japan 

2: Sialic acid-containing molecules as antiviral drug candidates for treatment of epidemic keratoconjunctivitis

Niklas Arnberg, Department of Virology, Umeå University, Sweden
